
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S3. Amino acid sequences of GPR apolipoprotein domains analyzed herein.  
Domains A-IV-4 (242-494) and A-IV-1 (1036-1381) are underlined.  Amino acids shown in 
structural models in Figure 6 (247-429 and 1043-1284) are in bold. Coiled coils (413-433 and 
1100-1120) are in red. 
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VGEELSMRIATTGEAFASMIDTRSAALLEKSRASTEAMGSLIAAKTENLLQALNSSGSTISNEFDMRLHN
LTSTLDERGEVLLERFAIHASTLDSGVESLNSALEERTRQLNETLSARSLELNRNIERGQQVIGGSLDTV
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